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Prof. Dr. Matthias Mann, Director Department of Proteomics and Signal
Transduction, Max-Planck-Institute of Biochemistry, Germany

We now know that the peptide mixtures are still extremely complex when
analyzing them in two dimensions (retention time and m/z). Adding one more
dimension should in principle get us a long way ahead. In addition to the additional
dimension of separation, the timsTOF Pro gives us extremely high speed and

sensitivity to get deeper into the proteome and using less sample material.”’?
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TIMS synchronized
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Second generation
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Specificity

Speed

Prof. Dr. Jiirgen Cox, Group Leader Computational Systems
Biochemistry, Max-Planck-Institute of Biochemistry, Germany

‘V\/e have been impressed with the quality of the data that we've
seen and therefore we expect that the performance of the tim—
sTOF Pro with the PASEF technology will make it very popular
among proteomics researchers.”
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TIMS cell (BIL 031/08), Title: “Apparatus and method for parallel flow ion mobility spectrometry combined with mass
spectrometry”, Issued: US7838826B1; US 8288717B2

Temporal Zoom, IMEX (BDAL 293/11), Title: “Spectrum Acquisition Modes For lon Mobility Spectrometers Using Trapped lons”,

Issued: US8766176B2; GB24903878, Pending: DE102012004398A1

Spatial Zoom (BRE 399/15, BRE 404/15), Title: “Spatial zoom mode for accumulative trapped ion mobility spectrometry” ,
Issued: US9304106B1; US9546980B1, Pending: EP3054475A1; EP3165913A1; US20170125234A1; CN105869980A;
CN107039231A

Parallel Accumulation TIMS (BRE 398/15), Title: “Trapping ion mobility spectrometer with parallel accumulation”,
Issued: US9683964B2, Pending: EP3054473A1; CN105869983A

Parallel Accumulation — Serial Fragmentation, PASEF (BRE 405/15), Title: “Acquisition of fragment ion mass spectra of ions
separated by their mobility” , Pending: EP3165914A1; US20170122906A1; CN107037170A
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Bruker Daltonics is continually improving its products and reserves the right
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