Nominees for 2012 Thomson Medal Award
	Nominee

Number
	Name
	Nominating Society   

	1
	Ruedi Aebersold
	Swiss Group for MS 

	2
	Andries Bruins
	Finnish Society for MS

	3
	Steven A. Carr
	Singapore Society for MS

	4
	A. Welford Castleman, Jr.
	Norwegian Society for MS

	5
	Chung-Hsuan Chen
	Taiwan Society for MS

	6
	Peter J. Derrick
	Norwegian Society for MS

	7
	Marcos N. Eberlin
	Brazilian Society for MS

	8
	Jean H. Futrell
	Norwegian Society for MS

	9
	Lidija Nikolaevna Gall
	Ukrainian Society for MS &
Russian Society for MS 

	10
	Emilio Gelpí
	American Society for MS &
Spanish Association for MS

	11
	Alexander A. Makarov
	British Society for MS

	12
	John J. Monaghan
	British Society for MS

	13
	Robert C. Murphy
	American Society for MS

	14
	Igor Alexandrovich Revelskii
	Russian Society for MS

	15
	Carol V. Robinson
	Finnish Society for MS &
British Society for MS

	16
	Seung Koo Shin
	Korean Society for MS

	17
	Bernhard Spengler
	German Society for MS

	18
	Pietro Traldi
	Hungary Society for MS

	19
	John R. Yates III
	American Society for MS

	20
	Roman A. Zubarev
	Finnish Society for MS


Introduction of Nominees 
	1
	NAME
	Ruedi Aebersold

	
	Nominating Society 
	Swiss Group for Mass Spectrometry

	Description of Achievement and Service

	Ruedi Aebersold was born 1954 in Switzerland. He obtained his Ph.D. in Cellular Biology at the Biocenter of the University Basel in 1983. Supported by the Swiss National Science Foundation and EMBO, he worked at the California Institute of Technology in Pasadena as a postdoctoral fellow. Ruedi Aebersold then joined the Biomedical Research Center at the University of British Columbia in Vancouver as an assistant Professor (1989 to 1993). In 1993, he moved to the Department of Molecular Biotechnology at the University of Washington in Seattle as associate Professor in Molecular Biotechnology and was promoted to full Professor in 1998. In 2000, he left the University of Washington and joined the Institute of Systems Biology in Seattle as co-founder and full faculty member. In 2004 he then accepted a position as full Professor at the Institute of Biotechnology at the Swiss Federal Institute of Technology (ETH) in Zurich, where in January 2005 his research group became the first integral part of the newly founded Institute of Molecular Systems Biology.


Ruedi is a pioneer in the field of quantitative proteomics and systems biology. He is a world leader in analytical protein biochemistry and proteomics. His research focuses on developing new methods and mass spectrometry based technologies aimed at detecting and quantifying proteins and their interactions at the level of the complete proteome in order to enhance our understanding of the structure, function, and control of complex biological systems. Specific applications of the technology are directed towards the detection and validation of protein biomarkers for the early detection, diagnosis and classification of diseases. His group pioneered technologies for quantitative mass spectrometry in proteomics, i.e. the Isotope-Coded Affinity Tag (ICAT) technique, and generated a suite of computational tools supporting the analysis of mass spectrometry derived proteomics data (www.protoemecenter.org).


Ruedi Aebersold strongly promoted publication and sharing of proteomics data, enabling other groups to do high-end proteomics. Under his guidance, the PeptideAtlas project was initiated that provides a method and a framework to accommodate proteome information from high-throughput proteomics technologies. More recently, quantitative proteomics moved from relative to absolute quantification of individual proteins in complex mixtures by using stable isotope labelled proteotypic peptides as internal standards and triple quadrupole mass spectrometry, similar to small molecule isotope dilution analysis. Ruedi Aebersold and his team further expanded this technology and implemented new software tools to analyse entire proteomes, such as yeast and in the future human, in a fully quantitative approach. Again, sharing of these data is realised through the SRMAtlas project that serves the whole proteomics community for the development of quantitative assays.


Ruedi’s contributions to the field were mostly “transforming”, not incremental research. At the time of 2D gels he pushed the field to move onto the next shotgun wave. Later he pushed to improve things via the targeted proteomics approach. Now that SRM is taking off he is already on the next wave of “data-independent acquisition “, which will further improve the targeting capabilities of SRM-like experiments.


Ruedi Aebersold has published more than 500 papers and 40 book chapters, is associate editor of MCP, senior editor of Molecular Systems Biology and member of the editorial board of additional leading proteomics journals. He serves on the Scientific Advisory Committees of numerous academic and private sector research organizations and has been program chair at international MS conferences.


The SGMS nominates Ruedi Abersold as candidate for the Thomson Medal Award for his outstanding achievements in the field of mass spectrometry based proteome analysis.


	2
	NAME
	Andries Bruins

	
	Nominating Society 
	Finnish Mass Spectrometry Society (FMSS)

	Description of Achievement and Service

	Professor Andries Bruins is nominated for his outstanding achievements in ionization and ion source development, and coupling of mass spectrometry with liquid phase separation techniques. He is mainly responsible for the development of at least two widely used LCMS interfaces: Ion Spray (1985) and Atmospheric Pressure Photoionization (2000). Together with Fenn's Electrospray and Horning's Atmospheric Pressure Chemical Ionization these interfacing/ionization techniques allowed the expansion of mass spectrometry towards biological, pharmaceutical and medical applications.  


	3
	NAME
	Steven A. Carr

	
	Nominating Society 
	Singapore Society for Mass Spectrometry

	Description of Achievement and Service

	     Nomination for the Thomson Medal: Steven A. Carr, Head of Proteomics Lab of the Broad Institute of MIT and Harvard, Boston, Massachusetts, USA 

     Steven A. Carr made significant contribution to the field of biological mass spectrometry since he started in Klaus Bieman’s lab in the end 1970s, early 1980s. In his first publications dating back from 1980 he got involved in sequencing of peptides using gas chromatography coupled to mass spectrometry. In a publication 1984 in Methods Enzymol, Steve Carr together with Klaus Bieman touched the question of post-translational protein modifications, in the same year he also described in Clin Chem the use of gas chromatography coupled to mass spectrometry for a Metabolomic profiling of cerebrospinal fluid from patients with bacterial meningitis. These was early work in fields which became important a decade later and which are still of highest priority today. Without these early works, the progress towards analysis of complex biological processes and the now emerging progress in biomarker discovery and verification may have been delayed. Beside these work, Steven Carr was continuing the analysis of proteins by mass spectrometry. In addition he also started with the analysis of Carbohydrates of glycoproteins, another research field of high importance today. In this early work Steve Carr started to look at proteins by mass spectrometry from different directions, the primary sequence and the modifications. When biological mass spectrometry was still in early years, only very few laboratories equipped and instruments difficult to operate, Steve Carr started to look at biological processes like Phosphorylations and kinase activities. Publications on the analysis post-translational modifications, together with Roland Annan, started the interest of scientists in an unbiased approach to look at biological relevant processes. This work was still done in early years of mass spectrometry and new methods had to be developed to perform the analysis, many of them in Steve Carr’s lab. Through an extensive publication activity, he always shared his work with the scientific community and had a high impact on research worldwide. Analysis of post-translational modifications, especially Phosphorylations, is now an established method in many labs and has led to a deep insight into biological processes. 

     In the recent years, Steve Carr started another important research field, the identification of potential disease related biomarkers. As the approach of identifying biomarkers in human body fluids by mass spectrometric approaches is still under discussion and development, the work of Steve Carr will improve this important clinical aspect and will lead to the reliable identification of new meaningful biomarker candidates. His work on targeted mass spectrometry, on the selection of proteotypic peptides and the transitions will support researchers to start a successful work.

     During all his scientific work, Steve Carr never lost the contact to the daily lab work, publications on methods on separation and mass spectrometry itself, and his involvement in the design of standards for inter-laboratory comparison, is of greatest impact for the scientific community.

     Steve A Carr is an outstanding scientist who went from academia, through industry back to academia, never lost his scientific enthusiasm and his wide interest, not only in proteins, but also in Metabolites and more. He is an example for every scientist who is planning to walk the difficult way of biological mass spectrometry. Therefore he is an outstanding candidate for the Thomson Medal, reminding a scientist who developed a method which is a major tool in our time, not only in the laboratory, without knowing where it will lead.


	4
	NAME
	A. Welford Castleman, Jr. 

	
	Nominating Society 
	Norwegian Society for Mass Spectrometry 

	Description of Achievement and Service

	A. Welford Castleman, Jr., Department of Chemistry, Pennsylvania State University, U.S.A.

Will Castleman is an excellent scientist having made fundamental contributions to cluster chemistry, thereby greatly advancing our knowledge of this state of matter bridging gas and condensed phases. He has published more than 600 papers. He has served on the board of numerous journals, and been Senior editor of Journal of Physical Chemistry for 10 years, and been co-editor of Z. Phys. D.

Biography-at-large

B.Ch.E. from Rensselaer Polytechnic Institute in 1957 and his Ph.D. (1969) degree at the Polytechnic Institute of New York (1969).
Professor in Boulder and PennState

Awards include

Elected a Member of the National Academy of Sciences (1998),

Fellow of the American Association for the Advancement of Science (1985) and the American Physical Society (1985)

Rensselaer distinguished alumni award, and the Thomas W. Phelan Fellows Award in 2007.


	5
	NAME
	Chung-Hsuan Chen

	
	Nominating Society 
	Taiwan Society for Mass Spectrometry

	Description of Achievement and Service

	I am pleased to nominate Dr. Chung-Hsuan Chen, the Distinguished Research Fellow & Director at the Genomics Research Center at Academia Sinica in Taiwan, for the Thomson Medal Award. Dr. Chen is passionate about developing novel instrumentation of mass spectrometry methods and is also dedicated to improving the quality of research in the study of chemistry and life sciences. He has made significant contributions to academia by teaching in Taiwanese and international universities and by presenting his research at many conferences. His tireless work and unflagging dedication to research makes him an excellent candidate for this award. 

Dr. Chen’s work in this field began when he was a student. Under the supervision of Prof. Y. T. Lee at the University of Chicago, he developed a metastable molecular beam for the study of dynamics that advanced research in this area significantly by penning ionization and associative ionization. During his work at the Oak Ridge National Laboratory (ORNL), Dr. Chen and his colleagues became the first researchers to demonstrate “single atom detection”, a concept which went on to become a fundamental principle for single molecule detection in biomedical research. Thanks to his powerful imagination, he has been able to create many inventions and some of these have won the R&D-100 awards, such as the rare gas atom counter, the crystal laser monitor, and the Freon ratiometer. His expertise in lasers and mass spectrometry allowed Dr. Chen and his team at ORNL to also become the first group to demonstrate very rapid detection of large DNA fragments (3200 nucleotides), and the first to use mass spectrometry for diagnosing cystic fibrosis. The results of his work have been compiled into mass spectrometry textbook as a milestone study. 

Dr. Chen continues to impress people with his inspiring research and energetic leadership at the Genomics Research Center (GRC) in Taiwan. He and his GRC coworkers have developed a dual-polarity time-of-flight mass spectrometer, the first cell mass spectrometer (for cells and viruses), the first charge-monitoring acoustic desorption mass spectrometer, the first table-top molecular ion accelerator, and the first hand-held multiple-ionization sources biological mass spectrometer (at the cellular level). They were also the first team to use peptide detection at attomole sensitivity for lung cancer diagnosis. One novel but practical innovation that was developed by Dr. Chen and his team was use of personal computer accessories as a microarray reader; this valuable contribution has mad the study of genomics more affordable and much simpler. 

Beyond his achievements in research, Dr. Chen has published more than 200 scientific papers in peer-reviewed journals, including reviews in biomedicine and chemistry encyclopedias. He has also continued to teach during his time working in the United States and in Taiwan. He helped to establish a biological mass spectrometry program at Sinica, and has served as a council member for National Science Council and Department of Education in Taiwan. He has also served on editorial boards for the journals Rapid Communication of Mass Spectrometry and Nanomedicine. The awards and honors he has received so far only acknowledge a small part of his overall contribution to research. He has also made important contributions to interdisciplinary research that have accelerated the development of DNA sequencing and disease diagnosis by applying principles from chemistry and physics. Therefore, as a representative of Taiwan Society for Mass Spectrometry, I am pleased to nominate Dr. Chen for the 2012 Thomson Medal Award to acknowledge both his excellent and expansive research and his contributions to society.


	6
	NAME
	Peter J. Derrick

	
	Nominating Society 
	Norwegian Society for Mass Spectrometry 

	Description of Achievement and Service

	Peter J. Derrick, Institute of Fundamental Sciences, Massey University, New Zealand.

Peter Derrick is an excellent scientist combining creativity in mass spectrometry instrumentation, skills in fundamental physics and chemistry â€” and applying these to analytical chemistry and proteomics. In addition to his scientific merits he has served our community by taking heavy administrative burdens, as well as being Editor of the journals Organic Mass Spectrometry and European Journal of Mass Spectrometry for one quarter of a century.

Biography-at-large

BSc, PhD (London), FInstP, FRACI, FRSChem.

Professor in Melbourne, Sydney, Warwick and Massey.

Awards include

-Thermo Fisher Scientific Award of the Royal Society of Chemistry (UK) for his research on both fundamental and applied aspects of mass spectrometry, including applications to biochemistry and medicine (2007).

-Morrison Medal of the Australian and New Zealand Society for Mass Spectrometry in recognition of significant achievements in an area of mass spectrometry (2009).

-Fellow NZIP; FRSNZ (2011).


	7
	NAME
	Marcos N. Eberlin

	
	Nominating Society 
	Brazilian Mass Spectrometry Society

	Description of Achievement and Service

	Prof. Eberlin is currently one of the most prominent mass spectrometrists and has been largely engaged in many actions related to international MS. He is the coordinator of a pioneering MS research laboratory in South America. Starting from nothing, and just after ca. 20 years, Prof. Eberlin has consolidated his laboratory (which he has named after J. J. ThoMSon) as one of the largest and most prestigious internationally recognized MS centers. His research group is also of the most numerous (45 members), possessing a large and diverse set of the most relevant instruments and techniques in the field. His group is also one of the most productive, publishing currently ca. 60 manuscripts per year. The ThoMSon MS laboratory has also acted via innovative and pioneering fashions on various and most advanced MS fields such as: a) ambient mass spectrometry, b) proteomics and peptidomics, d) lipidomics, c) MS imaging; d) bacteria and microorganism fingerprinting, e) petroleomics, f) ion/molecule reactions and gas-phase ion chemistry, h) membrane introduction MS; i) traveling wave ion mobility MS, j) reaction mechanisms via MS ion fishing, k) MS of ionic liquids and l) MS fingerprinting for forensic investigations.


The importance of Dr. Eberlin’s work for the development and wide-range application of MS and its international dissemination is also exemplified by his action as the (pos)doctorate supervisor of more than a hundred Brazilian mass spectrometrists, who are now active as MS researchers and professionals in many institutions and companies throughout  Brazil and South America, including also The USA, Canada, and Europe. Collaboration is also a trademark of his laboratory, and he has collaborated and published together with many research groups throughout the world.


Prof. Eberlin has also been very active in regard to IMSF. He is one of IMSF founders, and has acted uninterruptedly in IMSF boards since IMSF foundation. First, he was the representative of the Brazilian MS Society, then the region C representative, then he acted as IMSF vice-president; he is currently IMSF president, trying to implemented actions and programs to further strength the role of IMSF as a truly international MS forum. He has also served twice as the chair of the JMS travel award committee and symposium (15th IMSC in Barcelona 2000 and the 16th IMSC in Edinburgh 2003), and as the chair of the Curt Brunée Award for the 2009 Bremen conference.


Prof. Eberlin has been very active in regard to publications. He has published more than 450 MS-related papers which so far received more than 6.000 citations, and the quality and relevance of his scientific work has been recognized via several awards: in 2004 he was elected (as one of its youngest members) to the Brazilian Academy of Science, in 2006 he was nominated to the prestigious Brazilian Order of Scientific Merit, and in 2008 he received the Scopus-CAPES 2008 award for excellence in publication. He has also been recently indicated by the University of Campinas, as its sole candidate, for two awards: the Príncipe of Astúrias and Prêmio México de Tecnologia 2011. He is/was also member of the editorial advisory board of most MS and related journals such as JMS, JASMS, MSR, RCMS, Analytical Chemistry and Analyst. He has recently been appointed as associated Editor of two prestigious journals: a) the Royal Society of Chemistry journal Advances and b) Wiley JMS. 


Prof. Eberlin is also the idealizer, one of the founders and one of the most enthusiastic supporters of the Brazilian Mass Spectrometry Society (BrMASS). He is widely recognized in Brazil for having catalyzed the process of BrMASS formation, and has been its first vice-president and the president of the organizing committee of its three first conferences. He is currently acting similarly to organize the 4th BrMASS conference in Dec 2011, with an estimation of close to 1.000 participants. This will place BrMASS among the top 5 largest MS conferences strategically held in South America, where there was no previous persistent MS conferences. 
  Prof. Eberlin is also a highly requested speaker being frequently invited to talk as plenary/keynote lecturer at conferences in different fields worldwide (Korea, México, Chile, Uruguai, Finland, Switzerland, Russia, Denmark & others), helping to disseminate the concepts and new applications of MS. For these many outstanding achievements in mass spectrometry and for his very distinguished service to international MS and IMSF, the Brazilian MS society is proud to nominate his most prestigious member to the 2011 Thomson medal.


	8
	NAME
	Jean H. Futrell

	
	Nominating Society 
	Norwegian Society for Mass Spectrometry 

	Description of Achievement and Service

	Jean H. Futrell, Pacific Northwest National Laboratories, Richmond, WA. U.S.A.

Jean Futrell is an excellent scientist in fundamental research on the theory and practice of mass spectroscopy, including essential contributions to tandem mass spectrometry. His research has answered many important fundamental questions about mass spectrometry, including detailed mechanisms of ionization, energy transfer, and dissociation of ions. Dr. Futrell has authored or co-authored 300 papers.

Biography-at-large

Ph.D., 1958, University of California, Berkeley.

Professor Utah, Delaware and Director and Batelle Fellow at Pacific Northwest National Laboratories

Awards include

Erwin SchrÃµdinger Gold Medal from the International Symposium on Atomic and Surface Physics for his research in ion-molecular reaction dynamics and mass spectrom資etry (2000).

FH Field and JL Franklin Award for Outstanding Achievement in Mass Spectrometry by the American Chemical Society in Mass Spectrometry (2007)

Fellow of the American Chemical Society, American Physical Society, the American Association for Advancement of Science, and the World Innovation Foundation    


	9.1
	NAME
	Lidiya Nikolaevna Gall

	
	Nominating Society 
	Ukrainian Mass Spectrometric Society

	Description of Achievement and Service

	Professor Gall Lidiya Nikolaevna has made a significant contribution to development and advancement of the Electrospray Ionization predecessor, a technique named “extraction of ions from solutions at atmospheric pressure”.  The achievements of her group had been recognized by the Nobel Committee, since in 2002 in a press release devoted to awarding of Nobel Prize in chemistry. (http://nobelprize.org/nobel_prizes/chemistry/laureates/2002/adv.html) it was written: “…Fenn use this knowledge of free-jet expansion to improve Dole’s method with a counterflow of gas for desolvation, eliminating re-solvation of formed macromolecular ions. This discovery was closely followed by results from a Russian research group (Aleksandrov et al.) [8].” [ 8]. Aleksandrov, M.L., Gall, L.N., Krasnov, V.N., Nikolaev, V.I., Pavlenko, V.A. and Shkurov, V.A. Dokl Akad Nauk SSSR. 277 (1984) 379-383. (Title: Extraction of ions from solutions at atmospheric pressure as a method of mass spectrometric analysis of bioorganic compounds”, English translation is available in Rapid Communications in Mass Spectrometry, 22 (2008) 267-270.) There was a system of so-called “collective work” at the USSR at that time, but everybody knows that namely L.N. Gall was “a brain and a sole” of these investigations and developments. She had had a possibility to visit international conferences (a grate honor at the USSR at that time), where she had communicated with Prof. J. Fenn; thus, their discussions had an impact for further international advancement of the spraying techniques. The work of her laboratory at the Institute of Analytical Instrumentation (St. Petersburg, Russia) has advanced development and production of innovative mass spectrometric equipment (10 commercial instruments) in the Former Soviet Union and present-day Russia. 

Prof. L.N. Gall had delivered extremely interesting and inspiring lectures on biological mass spectrometry at the mass spectrometric conferences held in Ukraine (Ukrainian Republic of the USSR at that time), in particular those organized in the institute of my affiliation (Institute for Low Temperature Physics and Engineering of NASU, Kharkov, Ukraine) in 1989 and 1992; in the absence of electronic communication such direct information exchange played a grate role in scientific carriers of her former listeners and students. Presently she is a welcome member of Organizing Committees of many conferences on wide range of subjects organized in Russia and Ukraine; she is lecturing in St. Petersburg University promoting scientific knowledge; she was a supervisor of more than 20 PhD and DrSci works.

I would like to add my personal impressions of communication with Prof. Gall, which is shared by many colleagues: she is very nice person, and each talk with her is extremely inspiring and helpful in research work either of a student or a professor.

     Some personal data: ГАЛЛЬ Лидия Николаевна (Cyrillic spelling), born September 1, 1934, got higher education at the Leningrad Polytechnic Institute in 1957. Presently she is a vice director and a head of laboratory of the instruments and methods of ecological monitoring of the Institute of Analytical Instrumentation of the Russian Academy of Sciences (St. Petersburg, Russia). She is a member of editorial board of Russian scientific journals “Scientific Instrumentation” and “Mass-Spectrometria”. In 2005 she was elected as a Honored Member of the Russian MS Society in recognition of her contribution to Mass Spectrometry. She is a member of the Governing Board of the Russian Mass Spectrometric Society (http://www.vmso.ru/en/). 

Ukrainian Mass Spectrometric Society supports the nomination of Prof. L.N. Gall made by the Russian Mass Spectrometric Society and join to all information about Prof. L.N. Gall submitted by the Russian RMSS.


	9.2
	NAME
	Lidija Nikolaevna Gall

	
	Nominating Society 
	Russian Mass Spectrometry Society

	Description of Achievement and Service

	Gall Lidija Nikolaevna (b. 1934), Professor, PhD, D.Sc., is a distinguished specialist in mass spectrometry and physical electronics, creator of scientific basics of modern methods for calculation of ion-optical mass spectrometric systems, constructor of a wide row of analytical instruments, inventor of a powerful analytical technique – electrospray ionization.  

L.N.Gall was graduated from Polytechnical Institute (St.Petersburg) in 1957 and since that time she has been working at the Institute of Analytical Instrumentation (St.Petersburg) dealing with the development of theories of calculation of electron-optical systems of mass spectrometric instruments (for example, the development of the concept of phase space for calculation of mass spectrometric instruments), the development of new ionization techniques (among them, the techniques for direct mass spectrometric analysis of dielectric element composition, surface thermoionization and ionization in strong electrical fields, secondary ion emission) and creation of new mass spectrometers. L.N.Gall has participated in the development and commercial realization of more than 10 Russian instruments for analytical chemistry, biochemistry, biotechnology, medicine, environmental analysis etc.  

L.N.Gall published more than 100 scientific papers and has 52 patents. She is a recipient of the Gold medal of the Russian Society for Mass Spectrometry “For the outstanding merits in mass spectrometry” in 2011. The most outstanding achievement of L.N.Gall was the invention of a new mass spectrometric ionization method “Extraction of Ions from Solution under Atmospheric Pressure” which is now known as “electrospray ionization” and exclusively widely used in the analysis of non-volatile compounds, biomolecules etc. In 2002, John Fenn was awarded the Noble Prize for the development of electrospray ionization method. However the first experimental ESI mass spectrometric device was made by the Gall’s group in 1982. The first results in the field of electrospray techniques were published by Fenn’s group and Gall’s group practically simultaneously in 1984 (and this fact was underlined many times, see, for example, R.D.Smith et.al., Anal.Chem.,1990, 62, p.883; K.Standing et.al., 1994). However the Gall’s paper (submitted in 1982) anyway was published 5 months earlier (Proceeding of Academy of Sciences (Russian), April 1984, v. 277, №2, p. 379-383) than the Fenn’s paper (Journal of Physical Chemistry, v.88, №20, September 27, 1984, p.4451-4458). The Gall’s article became available to the international mass spectrometry community being translated and published recently in Rapid Communications in Mass Spectrometry (2008, vol.22, p.267-270). In 1988, both Russian and American groups reported on the generation of multi charged ions under electrospray ionization.

 Russian Society for Mass Spectrometric considers L.N. Gall to be an outstanding scientist in the field of mass spectrometry. Her important contribution in the creation and development of new ionization methods, particularly “electrospray ionization”, is remarkable, while her scientific merits remain underestimated so far.   


	10.1
	NAME
	Emilio Gelpí

	
	Nominating Society 
	American Society for Mass Spectrometry

	Description of Achievement and Service

	As the ASMS representative to the IMSF, I am pleased to nominate Dr. Emilio Gelpí, of the Instituto de Investigacionies Biomédicas de Barcelona, for consideration for a 2012 Thomson Medal. I appointed a committee of distinguished members of the ASMS, all previous Thomson Medal recipients, to generate a list of possible candidates and to narrow the list to no more than three choices. The committee was not constrained to select from previous or present ASMS members. Dr. Gelpí was strongly endorsed by this committee for both his scientific contributions and his extraordinary service to the international mass spectrometry community.

Dr. Gelpí has been among the major figures in service to the international mass spectrometry community over the past thirty years. He is very well known for his organization of the multiple highly successful International Conferences of Mass Spectrometry in the Health Sciences held in Barcelona going back into the 1980s. These were quite successful relatively large meetings that played an important role in catalyzing the growth of biological and biomedical mass spectrometry. His experience with that meeting and his dedication to the field served him well in his very successful organization of the International Mass Spectrometry Conference in Barcelona in 2000. Gelpí has served as an advisor to many other conference organizers over the years and has also served the community through his reviewing, editorial board service, and his current role as an editor of the Journal of Mass Spectrometry.

Dr. Gelpí has also been a longstanding and strong scientific contributor to our field, particularly in the areas of separations/MS, such as GC/MS and LC/MS. Much of his work has focused on lipid analysis, drug and drug metabolite analysis, and other small molecules measurements. His work has made significant contributions to biology and pharmacology. Gelpí has authored over 250 peer-reviewed papers, including a number of influential reviews, that have been cited over 6,000 times, according to the ISI Web of Science. His h-index is an impressive 43 (i.e., 43 of his papers have been cited 43 or more times).

For his long and consistent contributions to the field of mass spectrometry and for his extraordinary service in organizing large international meetings and editorial service, the ASMS strongly endorses the candidacy of Dr. Emilio Gelpí for a 2012 Thomson Medal.


	10.2
	NAME
	Emilio Gelpí

	
	Nominating Society 
	Spanish Association for Mass Spectrometry

	Description of Achievement and Service

	Thomson Medals 2011 Candidates supported by the Spanish Association for Mass Spectrometry – SEEM Prof. Emili Gelpí A Scientific Life dedicated to Mass Spectrometry

Professor Emilio Gelpi pioneered the introduction of biological Mass Spectrometry in Spain in the 70's and has actively promoted the field in his country and abroad during the last three decades. He was a founder member of the European Society for Mass spectrometry (1994), vice president and founder of the International Mass Spectrometry Society (1996-2003) and founder and President of the Spanish Society for Mass Spectrometry (1998-2006). Professor Gelpí has also Organized several successful MS meetings held in Barcelona, including the 1st International Symposium on Pharmaceutical and Biomedical Analysis (1987) and the series of International Symposium on Applied Mass Spectrometry in the Health Sciences in 1987,1990 and 1995. He was also the chairman of the 15th International Mass Spectrometry Conference (15th IMSC, Barcelona, 2000). Professor Gelpí has been editor of the Journal of Pharmaceutical and Biomedical Analysis (1982-1992), Biological Mass Spectrometry (1993-94) and the Journal of Mass Spectrometry (1995-). 

The research activity of Professor Gelpí started in 1964, after obtaining his Chemistry degree at the Autonomous University of Barcelona (Spain) he was admitted as a graduate student at the Department of Chemistry of the University of Houston. There he had access to an LKB 9000, one of the first three GC/MS instruments marketed by LKB. He was involved in the development of new techniques for high efficiency separation of complex mixtures by GC/MS and participated in the NASA Moon Sample Analysis project, After obtaining his Ph.D. degree from the University of Houston in 1968 he continued his research as a postdoctoral student at the Department of Biophysical Sciences of the University of Houston before moving, in 1969, to the laboratory of A.L.Burlingame at the Space Sciences Laboratory in the University of California in Berkeley. In 1970 he moved back to Spain where he established a research group in neurosciences and inflammatory mediators at the Fundamental Biology Institute (IBF) of the Autonomous University of Barcelona. Professor Gelpí also pioneered the introduction in Spain of combined LC-MS instruments, either with Thermospray ion sources (1984) as well as with Electrospray (1992) and Nanoelectrospray (1997) The research outcome of Professor Gelpí includes more than 360 publications in separation sciences and biomedical applications of MS. He is also an excellent speaker, with more than 40 plenary and invited conferences in international meetings.


	11
	NAME
	Alexander A Makarov

	
	Nominating Society 
	British Mass Spectrometry Society

	Description of Achievement and Service

	Alexander Alexeyevich Makarov is a Russian physicist who led the team that developed the Orbitrap mass spectrometer. For this key development, he has received the 2008 ASMS Distinguished Contribution in Mass Spectrometry Award, the 2009 IMSF Curt Brunnee award and, in 2011, the first HUPO Science and Technology Award from the Human Proteome Organization (HUPO). Additionally, the Orbitrap instrument won the 2006 Pittcon Gold Editors’ Award. Alexander Makarov’s other honours include the Heinrich‐Emanuel Merck Award, and the Gold medal of Russian Mass Spectrometry Society.

Dr. Makarov is currently Director of Global Research for Life Sciences Mass Spectrometry with ThermoFisher in Bremen (Germany) and San Jose, (USA). He received his PhD from Moscow Physics Engineering Institute (MPEI), Russia in 1992. After undertaking post-doctoral research in the Laboratory for Laser Diagnostics in the General Physics Institute (GPI) of the Russian Academy of Sciences in Moscow (1992‐1994) and at the University of Warwick, UK, Dr Makarov joined HD Technologies, Manchester, UK in 1996 as a research and development scientist. After the company was acquired by ThermoFinnigan in 2000 he became a Research Manager and a Senior Research Scientist with Thermo Electron, Bremen, Germany, before going on to his current post.
Dr. Makarov’s research interests cover instrument and method development for mass spectrometry and his numerous major achievements have been (inter alia) in the development of ideal time‐of‐flight focusing, the invention of rotational TOF mirrors with axial reflection, the development of a benchtop TOF-MS for fast GC/MS with supersonic molecular beams, a compact LC‐TOF for proteomics and high‐throughput LC/MS, and, in 2000, an Orbitrap with a laser source with a simple injection technique for pulsed source. Makarov was responsible for developing the LTQ Orbitrap mass spectrometer which was launched by ThermoFinnigan in 2005. This instrument was the first commercial mass spectrometer to be based on this new type of mass analyzer; Orbitrap-based mass spectrometers offer performance that was previously only available from larger, more expensive, FT-ICR mass spectrometers, enabling more widespread use of ultra-high resolution and high mass accuracy instrumentation.

Dr. Makarov has published more than 40 research papers and 40 patents on mass spectrometry and mass spectrometers.


	12
	NAME
	John J. Monaghan

	
	Nominating Society 
	British Mass Spectrometry Society

	Description of Achievement and Service

	Professor John Monaghan has worked with Mass Spectrometry and for Mass Spectrometry for almost 40 years. He has held positions within industry (notably at ICI as one of their key mass spectrometrists) as well as academia (UMIST visiting professor Michael Barber Centre, and an Emeritus Professor, University of Edinburgh since 2001). He is a member of the International Horse Racing Scientific Advisory Board and has been used as a scientific consultant by a number of pharmaceutical companies.  He was a key scientific witness in a major GSK patent case.  As well as his numerous consultancy roles, he has a number of important publications, on a breadth of subjects, ranging from Fast Atom Bombardment of azo dyestuffs to more recent studies using a range of hyphenated (GC-, LC-, and TLC-) mass spectrometric techniques for the analysis of insecticides and peptides). His input into pioneering MS/MS work whilst at ICI, and his almost unparalleled proficiency at spectra interpretation, underlines his wide interests and undoubted expertise in this field. 

In addition to his personal mass spectrometry work, John has always been concerned with the development of mass spectrometry both nation-wide and world-wide. His long-standing roles within the BMSS and the Royal Society of Chemistry have led directly to the promotion of mass spectrometry in the UK, not only in conference organisation and participation but also as an Editor in, for example, the RSC’s “Analytical Spectroscopy Series” of monographs. On the international front, John was the very successful Chairman of the IMSC Edinburgh 2003 meeting, taking on board the heavy responsibilities that this role involved. His enthusiasm, attention to detail and excellent communication skills were key to the success of the meeting, both in terms of the science presented and the numbers attending; the latter of which led to a useful profit from the meeting which has enabled both the BMSS and the IMSF to focus on education matters.

John was a modernising influence on the BMSS in the 1990s bringing scientists from wider communities into MS and especially younger scientists at the start of their careers.  John Monaghan has been unselfish in his contributions, not only to BMSS but to the Royal Society of Chemistry and other numerous organisations.  He has been a remarkable influence on the development of British Mass Spectrometry, which has had major impact in bringing leading meetings to the UK.  He has also had a major contribution in providing (unselfishly) advice on any scientific problem and over his career has endured numerous demands on his time and resource. He received an MBE for his services to the Scottish Division of the RSC and in 2011 the BMSS medal for his services to the British Mass Spectrometry community. John has held a number of positions on the International Mass Spectrometry Society (now Foundation IMSF), culminating in that of president. He is well known in all the mass spectrometry societies across the world, is an Editor of Rapid Communications in Mass Spectrometry, and has been a remarkable advocate of the International Mass Spectrometry Community for many years.
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	NAME
	Robert C. Murphy

	
	Nominating Society 
	American Society for Mass Spectrometry

	Description of Achievement and Service

	As the ASMS representative to the IMSF, I am pleased to nominate Professor Robert C. Murphy, the University Distinguished Professor at the University of Colorado Medical School, for consideration for a 2012 Thomson Medal. I appointed a committee of distinguished members of the ASMS, all previous Thomson Medal recipients, to generate a list of possible candidates and to narrow the list to no more than three choices. The committee was not constrained to select from previous or present ASMS members. Dr. Murphy was strongly endorsed by this committee for both his major scientific contributions and his service to the mass spectrometry community nationally and internationally. It is not possible to adequately portray his qualifications in both areas in a one page letter. However, I attempt below to summarize some of the salient aspects to both his research and service contributions.

Professor Murphy has arguably been the world-wide leader in the application of mass spectrometry to lipids and is widely recognized as the world’s authority in this important area. Specifically, his scientific contributions have been in the areas of the biochemistry and pharmacology of bioactive lipid mediators including leukotrienes, PAF, metabolites of arachidonic acid, and oxidized phospholipids. This has also involved the application of mass spectrometry to the qualitative and quantitative analysis of lipid mediators and mediator metabolites. He has published over 400 papers in these areas over the past forty years and his works have been cited over 18,000 times and he has an h-index in the high sixties. Not surprisingly, he has been a plenary and/or named lecturer on dozens of occasions including both ASMS and international mass spectrometry meetings, such as the ANZMS and Kyoto meetings. He has many honors and awards, including the Outstanding Achievement Award from the Eicosanoid Research Society.

Professor Murphy has also provided truly outstanding service to the international scientific community through, for example, his service to the ASMS in many capacities, including President of the ASMS (1990-1992). Murphy has a truly remarkable record of participation in organizing national and international meetings, all of which involved mass spectrometry. Among this list includes the 1988 Workshop on Eicosanoid Mass Spectrometry - Taipei Conference on Prostaglandin and Leukotriene Research, the 1st Int'l Conf of Eicosanoids and Bioactive Lipids in Cancer & Radiation Injury, Detroit, MI (1989), the 7th Int’l Conf on Prostaglandins & Related Compounds, Florence, Italy (1989), the 2nd Int'l Conference of Eicosanoids & Bioactive Lipids in Cancer & Radiation Injury, Berlin (1992), the 8th Int'l Conf on Prostaglandins and Related Compounds, Montreal, Canada (1995), and the 2001 6th Int’l Symposium on Mass Spectrometry in the Health & Life Sciences: Molecular & Cellular Proteomics, San Francisco. Murphy also served as an associate editor of Organic Mass Spectrometry and either serves or has served on the Editorial Boards of Org. Mass Spectrom., Mass Spectrom. Rev., J. Mass Spectrom., Analytical Biochemistry, JASMS, and currently serves as associate editor of J. Lipid Research.

Clearly, Prof. Murphy has been an extraordinary contributor to our field both through his service and through his scientific contributions. A Thomson Medal would be a most deserving recognition for him.
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	NAME
	Igor Alexandrovich Revelskii

	
	Nominating Society 
	Russian Mass Spectrometry Society

	Description of Achievement and Service

	Igor Alexandrovich Revelskii was born 8 June 1936 in Cherkassy (USSR). In 1960 he has graduated from the Engineering Department of the Military Academy of Chemical Defense and in 1966 got his PhD title for the work entitled “Identification of the mixtures’ components separated by gas chromatography”. In 1976 he got DSc title for the work “Quantitative GC analysis of the mixtures components without calibration and identification of them based on the molecular masses, molecular ionization cross-sections and elemental composition determination”. 

Dr. Revelskii started his scientific activity in the State R&D institute of organic chemistry and technology as junior, then senior and finally leading researcher. Since 1992 he is a Professor of Analytical Chemistry of the Moscow State M.V. Lomonosov University. He is an Honoured Chemist of Russian Federation, an author of more than 350 publications, including 35 patents and monography “Mass spectrometric analysis of mixtures using ion-molecular reactions”. The main achievement of I.A. Revelskii deals with the development of atmospheric pressure photoionisation (APPhI) and photochemical ionization (APPhCI) methods which allowed obtaining mass spectra of individual organic compounds represented exclusively by molecular ion or protonated molecule. This method has allowed carrying out mixtures analysis without separation while the number of ion peaks in mass-spectra corresponded to the number of components in the mixture and each peak corresponded to M+ or MH+. This method was used with GC as well with microHPLC. It has been shown that sensitivity in GC/MS (APPhCI) mode was about 100 times higher than in GC/MS (CI) mode. Due to this method new efficient approaches were developed, including, for example, petroleomics, huminomics and quality control of highly pure organic compounds. The number of registered impurities was much higher then when GC/MS (EI) was used.

The priority of I.A. Revelskii in this field is backed with a patent No1159412 “A method for the mass spectrometric analysis of gas mixtures”. Although photoionisation in vacuum has been used mainly for the determination of physical-chemical characteristics of chemical compounds for a long time (the first commercial instrument was built in 1956 (Lossing and Tanaka, 1956)), its atmospheric pressure version was reported only in 1985, when I.A. Revelskii demonstrated the advantages of newly developed method for the analysis of individual compounds and their mixtures without preliminary separation (Revelskii, I.A. (1985). The method of mass spectrometric analysis of the gas mixtures. USSR Patent 1159412, Bulletin 47; Revelskii, I.A., Yashin, Yu.S., Voznesenskii, V.N., Kurochkin, V.K., Kostyanovskii, R.G. (1985). In this patent the results of mixtures (solution) analysis using MS (APPhCI) (without separation), HPLC/MS (APPhCI), and GC/MS (APPhI/APPhCI) were presented. In the article “Mass spectrometry with photoionisation of n-Alkanes, Alcohols, Ketones, Esters and Amines at atmospheric pressure”, Izvestiya Akademii Nauk SSSR, Seriya Khimiya, 9: 1887-1892, 1986) it was shown that these compounds with molecular ion peak of low intensity in EI mass spectra produced exclusively M+ or MH+ in APPhI mode, while MS (APPhCI) was much more sensitive than MS (CI). Robb reported the benefits of APPI in LC/MS studies only in 2000 (Robb et al. 2000). APPI requires the analyte solution to be sprayed into the ion source. The method produces both positive and negative ions. APPI is especially useful for the analysis of non-polar compounds when alternative ESI and APCI approaches are not so efficient. It is possible to enhance ionization by adding an excess of a special reagent (called dopant) to the solution of the analyte due to charge or proton transfer ion molecular reactions. In this case it is better to treat the process as atmospheric pressure photochemical ionization, as I.A. Revelskii proposed it from the very beginning. As to GC/MS (APPhI/APPhCI) there are no publications besides these of Revelskii and his coauthors so far.

I.A. Revelskii is a recipient of the Gold medal of the Russian Society for Mass Spectrometry “For the outstanding merits in mass spectrometry” in 2011.


	15.1
	NAME
	Carol V Robinson

	
	Nominating Society 
	Finnish Mass Spectrometry Society (FMSS)

	Description of Achievement and Service

	Professsor Carol Robinson is an excellent scientist, and a leader in studying macromolecular complexes by mass spectrometry. This line of research has tremendous potential in biochemistry; understanding supramolecular organization, enzymatic mechanisms and biology of complex reaction systems.


	15.2
	NAME
	Carol V Robinson

	
	Nominating Society 
	British Mass Spectrometry Society

	Description of Achievement and Service

	Professor Robinson has an unparalleled proven track record of research of the highest quality, evinced through a publication list that numbers 286 peer reviewed papers. She is the outstanding mass spectrometrist of her generation, recognised by the award of her FRS, being the recipient of 19 awards and named lectures since 2002, and being invited to give around 100 lectures across the world over the past 5 years. Further evidence of Professor Robinson’s research status is shown through the award of >£2.5m (£2,549,652) in research funding since September 2007 (BBSRC, EU, Wellcome Trust and Waters).

She received her PhD from the University of Cambridge in 1982 and, following a career break, undertook post-doctoral research at the University of Oxford (1991‐2001). Since then she has held professorships at both universities, currently being Royal Society Research Professor & Dr Lee's Professor of Chemistry in the Department of Chemistry, University of Oxford

Professor Robinson has had the foresight to lead and develop the use of mass spectrometry in the area we now know as Structural Biology and follow this through to deliver outstanding, inspirational and cross disciplinary research places Professor Robinson at the head of the field for impact, training, method and instrument development.

She has taken mass spectrometry from a tool to detect the presence of, and characterise, peptides and proteins to a level that can truly impact on structural biology, being 
•the first to demonstrate the applicability of ESI‐MS for detecting very large protein complexes (ribosomes, viruses etc) as intact gas phase ions  – molecular masses of over 1MDa challenged the manufacturers to improve analysers, detectors, sensitivity and resolution to keep up with her research

•the first to demonstrate the utility of tandem MS for characterizing such large protein complexes - showing protein subunits leaving the complex, and thus yielding spatial information of the complex

•the first to demonstrate the application of ion mobility spectrometry (IMS) for detecting changes in conformation of large proteins and upon ligand binding.

•the first to show how IMS could be used to measure the size (i.e., dimension) of large protein complexes.

•and most recently, the first to show (published in Science) that non‐ionic surfactants can be used to solubilize membrane protein complexes so they can be measured intact by ESI‐MS - a remarkable achievement, and it represents the future of biological mass spectrometry.

Her support for the international mass spectrometry community is undeniable.  Not only has she been a staunch advocate for the British Mass Spectrometry Society ensuring her students are active members and being a regular attendee and speaker at their meetings, but she has also been active in supporting many other Societies across the world, presenting at recent American, Swedish, and French meetings. Professor Robinson has also been an associate editor of the Journal of the American Society for Mass Spectrometry for the last eleven years. In addition she has presented plenaries at a number of IMSC including Prague 2006 and Bremen 2009. She never fails to encourage the younger generation of mass spectrometrists and provides them with an incomparable role model.

She is considered one of the true leaders in the field of MS.  However, her influence goes much beyond that as she is now also well respected in the structural biology community. It is in taking the power of mass spectrometry out of the mass spectrometry community and into others that Professor Robinson has really made her mark.
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	NAME
	Seung Koo Shin

	
	Nominating Society 
	Korean Society for Mass Spectrometry

	Description of Achievement and Service

	       The Korean Society for Mass Spectrometry (KSMS) recommends Prof. Seung Koo Shin at the Pohang University of Science and Technology in Korea as a candidate for the 2012 Thomson Medal. 

     Dr. Shin’s achievements in MS include (i) the work on the infrared multiphoton dissociation (IRMPD) spectroscopy of molecular ions, (ii) the work on the mechanisms of unimolecular dissociations of halotoluene radical cations to the C7H7+ ion, and (iii) the work on 1H/2H-isotope coded isobaric tags for the peptide sequencing and protein quantitation. 

     Shin has reported the IRMPD spectra of the trifluoromethyl groups in organometallic ions in the ICR cell using a line-tunable CO2 laser (J. Am. Chem. Soc., 1990, 112, 2057–2066; J. Am. Chem. Soc., 1990, 112, 2066–2069; J. Mol. Struc., 1991, 249, 1–9), which is regarded as a seminal work in the field of IR spectroscopy of molecular ions using ICR MS. In recent years, Shin and co-workers have examined unimolecular dissociations of bromo- and iodotoluene radical cations using time- and product-resolved photodissociation spectroscopy (Int. J. Mass Spectrom. Ion Process., 1996, 158, 345–355; J. Chem. Phys., 1997, 106, 1411–1417; J. Phys. Chem. A, 2002, 106, 9918–9924) and investigated the unimolecular dissociation of chlorotoluene radical cations by ab initio calculations and kinetics modeling (Mol. Phys., 2007, 105, 2541–2549; J. Phys. Chem. A, 2008, 112, 6877–6883). Through these works, Shin has resolved a half-century old controversy on the mechanism of the formation of the C7H7+ ions (benzyl vs tropylium): Although the tropylium ion is thermodynamically more stable than the benzyl cation, the benzyl channel is kinetically favored over the tropylium channel. This is considered as a landmark work in the field of gas-phase ion chemistry. More recently, Shin and co-workers have developed the mass-balanced 1H/2H-isotope dipeptide tags (MBITs) for MS-based proteomics; variable MBITs using natural amino acids (Anal. Chem., 2008, 80, 6145–6153); aliphatic MBITs using artificial amino acids for multi 2-plex protein quantification (Analyst, 2011, 136, 1614–1619), and quantification of tryptic peptides in quadrupole ion trap mass spectrometry using high-mass quantitation signals (J. Am. Soc. Mass Spectrom., 2011, 22, 1668–1677). These amine-reactive isobaric tags and methodology provide quantitation signals in both low- and high-mass regions and thereby enable simultaneous quantification and identification of proteins, regardless of the peptide sequence and the type of mass spectrometers. 

Dr. Shin plays an active role in promoting MS at both domestic and global levels. He is the current president of the KSMS and serves the international MS community as a member of the editorial advisory board of the Mass Spectrometry Reviews. During his presidency, Dr. Shin has launched a new journal called Mass Spectrometry Letters, initiated the Asian and Oceanic Mass Spectrometry Conference (AOMSC) with his colleagues, and hosted the 2nd AOMSC in Busan, Korea. He now spearheads the effort to organize Pacific-Rim sessions for the 2012 ASMS meeting in Vancouver and one of the fundamentals sessions for the IMSC2012.
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	NAME
	Bernhard Spengler

	
	Nominating Society 
	German Mass Spectrometry Society

	Description of Achievement and Service

	Bernhard Spengler, after his studies of chemistry, received his PhD in 1988 at the University of Münster in the group of Franz Hillenkamp. After a Postdoc stay in the USA, he started his academic career in Germany. Today he is full Professor of Analytical Chemistry and head of Institute for Inorganic and Analytical Chemistry at the Jusus‐Liegig‐University of Giessen. Since 2008 he is Vice President of German Society for Mass Spectrometry. In 2006 he received the Life Science Award of the German Society for Mass Spectrometry. 

Dr. Spengler´s major scientific contributions to the field of mass spectrometry refer to the MALDI technique. By fundamental investigations of the properties of protein ions generated by MALDI using a lab‐built dedicated linear TOF instrument, he (together with the late R. Kaufmann in Düsseldorf) could show that ‐ in clear contrast the general notion that MALDI forms stable ions ‐ a large part of these ions undergo metastable fragmentation. On the one hand, this to a first view negative finding could rationalize some of the problems occuring in early MALDI experiments, but Dr. Spengler realized immediately that this fragmentation could be a valuable tool for future MALDI analyses, because it opened the door for MS/MS analyses in TOF systems. The term "post‐source decay" was coined and a procedure was described to acquire MS/MS in conventional reflectron TOF instruments [Spengler B, Kirsch D, Kaufmann R, Jaeger E (1992) Peptide Sequencing by Matrix Assisted Laser Desorption Mass Spectrometry. Rapid Comm. in Mass Spectrometry 6: 105‐108] and [Spengler B (1997) Postsource Decay Analysis in Matrix‐Assisted Laser Desorption Ionization Mass Spectrometry of Biomolecules. J Mass Spectrometry 32: 1019‐1036]. Even though the original procedure of a PSD metastableion analysis was not fully comparable to an MS/MS analysis in conventional MS systems, it opened the path to today´s MALDI TOF/TOF systems, which form the key instruments for the majority of current MALDI applications in proteomics. Dr. Spengler exploited the strength of MALDI MS/MS even further by changing from the TOF analyzers to FTMS instrumentation and the development of a de‐novo sequencing technique [Spengler B (2004) De Novo Sequencing, Peptide Composition Analysis and Composition‐based Sequencing: A new Strategy Employing Accurate Mass Determination by Fourier Transform Ion Cyclotron Resonance Mass Spectrometry. J Am Soc Mass Spectrometry 15: 703‐714]. The second major impact of Dr. Spengler´s scientific work is related to his ongoing efforts to follow one the original tracks of laser desorption ionization, i.e. microanalysis. Dr. Spengler designed and constructed a new high‐resolution scanning laser microprobe instrument, the application to MALDI samples paved the way for current applications and the new field of Imaging mass spectrometry [Spengler B, Huber M (2002) Scanning Microprobe Matrix‐assisted Laser Desorption Ionization (SMALDI) Mass Spectrometry: Instrumentation for Sub‐micrometer Resolved LDI and MALDI Surface Analysis. J Am Soc Mass Spectrom 13: 735‐748].
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	NAME
	Pietro Traldi

	
	Nominating Society 
	Hungary Mass Spectrometry Society

	Description of Achievement and Service

	Pietro Traldi is an emblematic person in European mass spectrometry. His main interest is to solve a wide range of problems using mass spectrometry. This contributed significantly making mass spectrometry an indispensable analytical tool, as it is today. He started his carrier with structure analysis of small organic compounds, than moved to study large organics, later macromolecules. He had a number of innovative ideas, which initiated other groups to explore them in detail. One such example is using tandem mass spectrometry to identify fatty acid isomers, which was expanded and brought to great success by M. Gross. He was among the first to apply mass spectrometry in ambiental, forensic and medical analysis, which later became mainstream application fields. He also used mass spectrometry in more esoteric applications, like studying old master paintings, or pleasurable ones, like wine analysis. He is also interested in improving instrumentation: Understanding operation of ion traps (“magic holes”) – which led to improved instrument design; ionization processes – which led to better sensitivity; and designing small laboratory equipment, e.g. to improve MALDI sample deposition.

Beside research, Pietro Traldi has educated a large number of young scientists for which his curiosity, passion and enthusiasm has always bee1n a stimulus and example in addressing their interest towards mass spectrometry. He also promoted international collaboration. 30 years ago he founded, and is still co-chairman, of the 'Informal Meeting on Mass Spectrometry' conference series. This is, arguably, the most significant international mass spectrometric event in Europe.
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	NAME
	John R. Yates III

	
	Nominating Society 
	American Society for Mass Spectrometry

	Description of Achievement and Service

	As the ASMS representative to the IMSF, I am pleased to nominate Prof. John R. Yates III, of the Scripps Institute, for consideration for a 2012 Thomson Medal. I appointed a committee of distinguished members of the ASMS, all previous Thomson Medal recipients, to generate a list of possible candidates and to narrow the list to no more than three choices. The committee was not constrained to select from previous or present ASMS members. Dr. Yates was strongly endorsed by this committee for both his extraordinary scientific contributions and his service to the international mass spectrometry community.

Dr. Yates is well known as a pioneer in mass spectrometry based proteomics. He is a co-developer of SEQUEST, the very popular search approach for protein identification, and is the developer of shot-gun proteomics. His laboratory also introduced MUDPIT, the multidimensional separations/tandem mass spectrometry approach that has become widely adopted for bottom-up proteomics. The two papers that describe these contributions alone have garnered more than 5,000 citations in the peer-reviewed literature. He and his group have published over 900 papers, which have been cited over 48,000 times, according to the ISI Web of Science. Yates’ h-index is 102, which places him among the world’s most highly cited scientists in any discipline. Not surprisingly, he has been recognized by several international awards, including the 2004 Biemann Medal from the ASMS; the 2000 Pehr Edman Award in Protein Chemistry; the 2005 HUPO Distinguished Achievement Award in Proteomics, the 2006 Hebert Sober Award ASBMB, and the 2006 Christian Anfinsen Award from the Protein Society.

Dr. Yates has also provided strong service to the scientific community and, in particular, to the mass spectrometry community. For example, he currently serves as associate editor of Analytical Chemistry and deals exclusively with mass spectrometry-related papers. He also serves on Editorial Board of Science. He served as the Head of the Enabling Biotechnology Study Section of the NIH, which is the group that evaluates most of the NIH-related mass spectrometry proposals. He has organized many symposia and workshops over the years at national and international meetings, such as the ASMS conferences (for example, he has advised me for several years on proteomics topics for the ASMS) and national and international HUPO meetings and Protein Society meetings. Yates is very heavily subscribed for national and international advisory panels and has reviewed many of the major international programs that engage in proteomics.

For his truly remarkable contributions to the field of mass spectrometry-based proteomics and for his outstanding service to the mass spectrometry and protein communities, the ASMS strongly endorses the candidacy of Professor John R. Yates III for a 2012 Thomson Medal.
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	NAME
	Roman A Zubarev 

	
	Nominating Society 
	Finnish Mass Spectrometry Society (FMSS)

	Description of Achievement and Service

	Professor Roman Zubarev is nominated for his introduction of electron capture dissociation (ECD) and for the application of this gas-phase fragmentation technique in proteomics. His main interests lie in the development of new methods and technologies for high-throughput characterization of biological samples. He is also involved in the discovery of other ion-electron reactions, such as hot ECD (HECD), Electron Detachment Dissociation (EDD), and Electron Ionization Dissociation (EID).


