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Experimental Procedure
[ 5ERT PCR BURE EE LA RAIELER ]

O /NEREY TotalRNA (8 M) HFIMA Clontech A E]H) SMARTer
Ultra Low RNA kit 1 #& cDNA &~ 4158

@ HHE llumina A THITTE, 9= DNA #8415, £ TruSeq
DNA sample prep kit #l& NGS .

® 1 MultiNA J&id DNA-1000 IRFI &S FEI—XER, RIER
B (smear) SHERH" MREHITER-

@ 1 MUltiNA BYKE E 245 RFIE—HRESERT PCR (B AF)
GVP-9600) HUKEEELHRIITHLE.
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Application of Next Generation Sequencer (NGS) to Quality Control (QC)

[ERFT— ML TE ]
® £/ lllumina A F]AY TruSeq RNA sample prep kit, #l& /MR AY
NGS SCEEHY 4 M.
@ 1 MultiNA i&3Z DNA-1000 IMFIE AR —XER, BRI
B (smear) SHTREGFIASEEH#HIT
@ {£H lllumina A F]& HiSeq 1000 F1TM R
* BT 3CER 4 MERATLUBT Index FRZFHIIRF,
HiEA 1 NMBENEF
[ MultiNA 5 / 3857
- DNA-1000 {7l &

TR

BEHMERR: P/N292-27911-91
- SYBR® Gold Life Technologies: S11494
= @ X174 DNA/Haelll Markers Promega: G1761

*1: SREL (smear) SHTEREFEZEREM ver. 112 LLEAY MultiNA ERff.
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NGS Library Quality Control Procedure
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TENGS XERREIRHIE 2, 5 MultiNA BI5RE (smear) B EREERATH, FNALE MultiNA B EE R E 15 H il
DI RIS E SR T I K GRE R RRE (B 2. KNS, TREBEENSHPERETER. £ MUltiNA
3) o BT 53R PCR AIERHITLLE, FIE] MultiNA BYE 2IREE AR %% 108 M EATNFHI TR DM, FHE, SEFREERE
BAREMRREEELEREE ED . RI4EFE 10~20 534, 45502 NGS XEBFrigmet, 4% MultiNA

A NRA RNASUF R, 153 T 95 ENEEKEF Index AR ERERHP, ARIEEE T RETH.

FREFFIRESCEBRERNIZME (R .

TR FEFIMuUltiNARY Rz B SE

praa-iog =y

Qch—RIIEZEEl

HEA 8 (qPCR)

NluminaA &

S - B - Y v |

MR - BRI - H—f 1
PCRITH s et

MultiNA 5

3-Step3LFEQC

- RIR B EAI S
C BITRAE (491/5)

RSLE v R (smear) SEEITIA
RS S (MultiNA) (BREL (smear) SMHFEEE) y YEREEE

B2 NGS HRAZHI MultiNA 3B R BB S R TE
NGS Process Flow and Range of MultiNA Applications in Library QC

1 MultiNA FEERT PCR BUIKEE E 24512
ool Concentration Quantitation Results for MultiNA and Real-Time PCR
1073 = — i X - il
H= & : Library No. MultiNA GVP-9600 (q-PCR) ) Ratio
bl | / \\ g [nmol/L] [nmol/L] [MultiNA/GVP-9600]
& / \ i 1 121.1 167.3 724 %
pn=M 3 / E 2 126.9 145.1 87.5%
- f\' N J\ K 3 54.1 57.8 93.6 %
* Y U“vu\ ! U 4 214 2923 732%
o=l - D 5 187.4 226.8 82.6 %
o i 6 166.3 2293 72.5%
— 5 7 206 256.8 80.2 %
(B) BREG (A BkE 3 587 1319 3%
£If8: NGSICE H5fa: ¢X174 DNA/Haelll . - .
Average 81.2% (CV 9.9 %)

B3 NGS BRIk RG]
Example of NGS Library Migration

R 2 {ER MUltiNA 3T 4 D TRREIEHISTEERY NGS 45R 2
NGS Results for Four Libraries Using MultiNA for QC

R 548 K/ mm? FS8Ed:E: ] 151.5 M reads
LA GEiEER) 143.3 M reads =Q30 tb&E 95.9 %
4 DT EERYISENER 21.2%-26.2% (4 NCEE/F Index FREFFIRT 1 MEBIEHF: IBiSE 25 %)

*2: HNRBSEE RS T HRAEIE.
E 1D AERRSMEASTREINNE, BTAAR@EITHIM0IRE, SMERBURSE.,
E 2) CERISRIMREEHIT PCR, WRETCARIECEN A H RSB R §E.
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